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without GI symptoms (3.43%). The most common symptom in
case group was abdominal pain (86.84%). B. hominis was mostly
found with Giardia lamblia in case group and with Entamoeba
coli in control group. In addition, there were no signiﬁcant re-
lation between the presence of GI symptoms and the rate of B.
hominis.
Conclusion: B. hominis has long been described as a non-
pathogenic protozoan parasite until recently, when claims have
been made that it can result in pathogenic conditions. Thus, to
conﬁrm the complication is needed to additional study especially
on molecular pathogenesis of this organism.
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Objective: To investigate the prevalence of human bocavirus
(HBoV) among children with acute respiratory tract infection
(ARTI) in Guangdong.
Methods: 447 nasopharyngeal aspirates or swabs from children
with acute respiratory tract infection in Guangdong were col-
lected from June 2007 to May 2008. HBoV capsid protein VP
gene fragments were detected by using PCR. Positive PCR prod-
ucts were sequenced. The DNA and the translated amino acid
sequences were aligned with known HBoV sequences in GenBank
and were done phylogenetic analysis.
Results: 23 (5.1%) specimens were positive for HBoV, among
which 43.5% (10/23) were codetected with other respiratory
virus. The mainly diagnosis for HBoV positive children were
wheezing pneumonia, bronchiolitis and bronchial pneumonia.
HBoV positive children ranged from 43days to 6 years old, mainly
aged ≤1 year, among which 43.5% (10/23) were aged 1∼6 months
and 39.1% (9/23) were aged 7∼12 months. HBoV were mainly
detected in summer, early autumn and late spring. Through
sequence alignment and phylogenetic analysis, The DNA and
translated amino acid sequences of VP gene fragments of HBoV
positive strains showed 97.8∼98.8% and 98.5%∼99.2% identity
with ST1, respectively.
Conclusion: HBoV was the important pathogen of ARTI children in
Guangdong and was more prevalent in infants ≤1 year. Although
VP gene fragments of HBoV were conservative, there were still
some mutant strains leading to amino acid change.
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Objectives: Streptococcus pneumoniae (S. pneumoniae, pneu-
mococcus) is a leading cause of bacterial infections in infants
and young children. There is rare information about strains iso-
lated from invisive pneumococcal diseases in China. The aim of
this prospective study is to determine serotype distribution and
antibiotic resistance of invasive S. pneumoniae diseases isolated
from children in China.
Methods: All pneumococcal isolates were serotyped by the Quel-
lung reaction using antisera. All isolates were examined for
susceptibility by E-test method to 11 kinds of antimicrobials.
Results: A total of 171 isolates were obtained and serotyped
and tested for 11 kinds of antimicrobials. The most frequent
serotypes were 19F (19.89), 14 (19.3), 19A (18.14), 6B (9.37),
23F (6.44). Of the β-lactam antibiotics tested, amoxicillin was the
most active (susceptibility rate: 94.7%). Almost all isolates were
highly resistant to erythromycin except for one isolate. There
was no isolate unsusceptible to vancomycin and levoﬂoxacin.But
there were 29.2% isolates unsusceptible to imipenem. Up to
91.8% isolated were multiple drug resistant. The overall coverage
of PCV-7, PCV-10, PCV-13 for serotypes of invasive pneumococcal
isolates were 60.3%, 66.7% and 87.8%. Serotype 19F, 19A, 14 were
signiﬁcantly associated with PNSP.
Conclusions: The results of the current study indicate that
the problem of antimicrobial resistance of S. pneumoniae is
worsening over time in China.
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Background: In spite of the gained success in diagnostics and
treatment, the community-acquired pneumonia (CAP) remains
the leading problem of morbidity in the Far East of Russia.
Aim of our research was to assess the etiology of community-
acquired pneumonia in young adults (300 patients of Military
Center) in period from May 2008 to April 2009.
Methods: Patients were screened with bacteriological, disk-
diffusion with MIC, PCR and others.
Results: There were identiﬁed bacterial pathogens in 45%, asso-
ciation of bacterial and atypical pathogens in 55% (154 patients),
M. pneumoniae were the most prevalent 39%, C. pneumoniae
33,4% (46 patients), the respiratory tract virus were identiﬁed in
29,45%. Among the bacterial pathogens there were S. pneumo-
niae (58,44%), H. inﬂuenzae (15,06%), M. catarrhalis (26,63%).
Pneumococcal strains were resistant to penicilline (10%), in-
termediate resistant in 16,6%; as well they were resistant
to macrolides in 12,6%, to ﬂuoroquinolones 20%. The isolates
were distributed among four major serotypes: 23F, 14, 18C,
6B. H. inﬂuenzae was resistant to beta-lactams in 12,8%, to
co-trimoxasole in 20,51%. The type B strains were 15,38%.
Conclusions: The gained results showed the signiﬁcance of the
study of causative agents of pneumonia, and emphasize the role
of atypical microorganisms at the development of this disease.
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Background: Community acquired pneumonia (CAP) is associated
with substantial morbidity and mortality worldwide. Antimicro-
bial resistance (AR) has made CAP treatment difﬁcult, increased
rates of treatment failure, hospitalization duration, and cost of
therapy. Hence the objective of the present study was surveil-
